
Table S1. Upstream regulator predicted using DEGs of FF-treated 8 cell stage embryos 

Upstream Regulator Molecule Type p-value  

miR-181a-5p  mature microRNA 4.E-02 

miR-200b-3p mature microRNA 1.E-02 

miR-27a-3p mature microRNA 4.E-02 

miR-186-5p mature microRNA 1.E-02 

miR-204-5p mature microRNA 7.E-05 

miR-141-3p mature microRNA 4.E-02 

let-7a-5p mature microRNA 8.E-03 

miR-375-3p mature microRNA 7.E-03 

miR-143-3p mature microRNA 3.E-02 

miR-338-3p mature microRNA 4.E-02 

miR-1-3p mature microRNA 2.E-02 

miR-29b-3p mature microRNA 2.E-02 

miR-9-5p mature microRNA 3.E-03 

miR-16-5p mature microRNA 1.E-04 

miR-182-5p mature microRNA 1.E-02 

miR-124-3p mature microRNA 1.E-02 

miR-122-5p mature microRNA 1.E-02 

miR-199a-5p mature microRNA 3.E-02 

miR-140-5p mature microRNA 1.E-02 

miR-508-3p mature microRNA 4.E-02 

mir-802 microRNA 9.E-04 

mir-183 microRNA 1.E-02 

mir-148 microRNA 6.E-03 

mir-27 microRNA 4.E-03 

mir-15 microRNA 1.E-02 

mir-29 microRNA 8.E-03 

mir-103 microRNA 2.E-02 

mir-182 microRNA 9.E-03 

mir-34 microRNA 2.E-02 

mir-137 microRNA 3.E-02 

mir-122 microRNA 1.E-02 

mir-140 microRNA 7.E-03 

mir-340 microRNA 2.E-02 



mir-204 microRNA 5.E-02 

Significant upstream regulator predicted using Ingenuity Pathway Analysis (IPA) software.   
 

 


